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Figure S1. Network diagram of differentially expressed protein interactions in QD2_vs_QD1 group
The circle nodes in the figure indicate differentially expressed proteins, and the lines indicate protein-protein interactions; the 
colour of the circle indicates the difference in protein expression (down-regulation is marked in blue, up-regulation in red), 
and the size of the circle indicates the degree of connectivity of the protein (i.e., the number of proteins that directly interact 
with a protein); QD1 – the Qingda No.1 samples before overwintering; QD2 – the Qingda No.1 samples after overwintering
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Figure S2. QD2_vs_QD1 group interaction network diagram for functional categorization
Proteins within the same network module often have similar biological functions; QD1 – the Qingda No.1 samples before over-
wintering; QD2 – the Qingda No.1 samples after overwintering
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