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Table S1. QTLs and genes reported in the QTL-hotspot region on melon chromosome 12

Markers/genes Forward sequence (F) Reverse sequence(R) F Position R Position QTL/gene
CMBRI111 TTTTCCTCCATTTTAACTTAGCC AAGAGAGAAGCCATGGATGAA 22689820 22689911 Pm-PMR6-1
Mindel-89* TGGAGAACTATGGAATATGGAGGA GCTTACGGATGAATTTGGACTTGA 22717662 22717921 LVpmli2.1
Mindel-92* CTTGGGAGGATGAGTGAAGGTAAA TTCGTACTTGAGTTGACTTACGGT 22778911 22779210 LVpmli2.1
SSR12202 AGATTTGGAAGGATGTTAGA AAGTCGGGTGGTAGTTGTTT 22799912 22800109 Pm-PMR6-1
MR-1 AATCTATCCCAAATCAAAGTC AAGTTATATTGGTCTAGAAGTTT 22804440 22804747 BPmi2.1
Mu7191 CTCTATCAGCTCAAAGGCCG TTCGTCCTCGTTCTCTTGCT 22939658 22939784 Pm-PMR6-1
SSR12407 TAAAAATGACCATAGCACC AAGTAAATGGCAGACAGAAC 23026248 23026229 Pm-PMR6-1
Mindel-93* GGTCCTTTTGATGCCATTTGAAGA TCGTATAGGTCGTTGATGCAAACT 23338823 23339049 LVpmli2.1
DMO0191 TTGAAGGTCTTTGCTGAAG GCCTACCACATTTAATTCC 23563739 23563878 Pm-PMR6-1
Mindel-95 CCTTGTGTTGGATTGTGACATGAA GTTTGTAGGTAGAGAGGGGAGTTG 23801350 23801608 LVpm12.1

*Markers developed in this study
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Figure S1. Gel profiling of molecular screening (MS) of the 192 melon breeding lines: polyacrylamide gel profiling of MS
with marker MInDel92 (A), agarose gel profiling of MS with marker MInDel92 (B), and polyacrylamide gel profiling
of MS with marker Mu7191 (C)
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