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Table S1. Raw cycle threshold (Ct) values of the 10 candidate reference genes (CRGs) and 2 target genes (TGs) in Pau-
lownia fortunei

TUAI TUB TUBI TUB5 ACTI ACT97 DANJ APT HIS4 18srRNA PfCesA2 GR

Root-1 20.69 24.65 24.29 2216 22.09 2247 2591 20.8 2293 11.37 21.44

Root-2 19.63 2471 2429 2193 2223 2238 2622 2032 23.06 11.22 21.53

Root-3 20.04 24.53 24.10 22.60 2226 2240 26.22 20.60 23.06 10.97 21.16

Bark-1 20.09 24.84 23.66 22.52 2295 2284 26.05 20.75 23.88 10.31 21.32

Bark-2 19.87 2518 2376 2241 2278 2313 2590 20.62 23.85 10.47 21.5

Bark-3 20.02 25.13 23.63 2243 2259 2265 2589 20.62 23.86 10.25 21.32

Xylem-1 19.88 26.05 23.33 22.69 24.01 2254 2599 2041 23.75 9.62 22.44

Xylem-2 20.81 26.47 2433 2221 2311 2245 26.11 2044 23.76 9.81 22.24

Xylem-3 20.35 26.16 23.22 2229 2332 2323 2590 2041 23.60 9.90 22.31

Leaf-1 20.03 24.95 23.23 2227 2289 2146 2563 2196 24.71 10.06 22.93

Leaf-2 19.83  25.64 2399 2186 2295 21.58 25.68 2195 24.5 9.82 22.53

Leaf-3 20.25 24.61 23.83 2235 229 21.53 2557 2199 24.6 10.11 22.63

Drought0-1 25.14 2998 28.06 2811 2547 2537 273 23 26.34 11.39 28.29
Drought0-2 24.37 2825 27.89 27.65 2425 2574 2796 23.87 2591 11.53 28.31
Drought0-3 23.2 2866 2797 2847 2371 2623 2893 2332 26.01 11.32 27.76
Drought0.5-1 24.49 2695 27.92 27.88 2494 2452 26.86 2298 25.67 11.07 27.37
Drought0.5-2 24.06 284 28.03 2791 24.76 248 27.01 233 2591 11.03 26.88
Drought0.5-3 24.15 28.37 283 2842 2353 2476 27.14 22.87 26.08 10.14 27.13
Drought3-1 2392 2731 2817 2814 2575 2478 27.62 24.06 27.54 9.6 28.21
Drought3-2 23.81 27.64 279 2819 2518 2563 27.68 24.65 26.83 9.39 27.78
Drought3-3 23.57 2933 2771 27.86 2579 2529 27.7 2424 27.18 11.45 27.86
Drought6-1 2279 2678 27.16 27.06 24.55 24.86 27.24 2479 26.62 9.57 26.74
Drought6-2 22,66 28.22 27,55 271 2474 2488 2695 24.86 26.57 9.62 27.39
Drought6-3 22,62 2671 27.65 27.29 2497 2494 2742 2475 26.73 9.37 27.12
Drought12-1 242 2652 27.57 27.53 2382 2452 2643 2191 269 9.4 26.17
Drought12-2 2423 27.6 28.07 27.39 227 2472 26,59 2294 25.89 9.96 26.46
Drought12-3  24.25 28.19 27.81 27.63 2345 24.75 26.75 23.32 25.56 9.93 26.25
Drought24-1  22.19 26.14 263 2654 2232 2371 259 224 24.76 9.18 25.9
Drought24-2  22.35 265 2629 265 2323 2379 2627 23.11 25.89 9 24.95
Drought24-3  21.99 27.19 2629 2682 227 23,65 26.89 22.79 24.33 8.84 25.56
Salinity0-1 21.82  27.06 2633 2392 2381 2422 2627 2219 25.28 9.92 27.09
Salinity0-2 22.67 25.69 2682 24.23 239 2445 2627 2195 2518 10.32 26.62
Salinity0-3 2219 26.86 27.27 2395 2387 2438 26.61 2211 251 10.91 26.89
Salinity0.5-1 2247 2743 24.65 2288 233 239 2574 2228 247 9.52 25.86
Salinity0.5-2 23.09 26.78 25.68 23.61 236 2376 2635 225 2494 9.67 26.03
Salinity0.5-3 22.89 2736 24.78 2343 235 2387 259 22.09 24.8 9.58 25.94
Salinity3-1 2161 262 25,53 21.75 23.02 2342 2595 2148 24.77 8.83 25.44
Salinity3-2 2198 2696 24.33 23.06 23.17 237 2559 2156 24.87 9.26 25.65
Salinity3-3 21.34  27.7 23.66 2315 2349 2369 2531 21.65 24.92 9.53 25.59
Salinity6-1 20.02 2525 2532 22.23 2257 23.07 2572 2225 2529 8.82 25.35
Salinity6-2 20.65 25.22  24.74 22.03 2334 2337 2735 21.7 2536 8.91 25.26
Salinity6-3 2099 254 2431 2315 23.01 2371 2573 21.89 2526 9.29 25.34
Salinity12-1 21.18 26.6 2444 2261 2212 2325 244 214 25.09 9.41 25.52
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Table S1 to be continued

TUAI TUB TUB1 TUBS5 ACT1 ACT97 DANJ] APT  HIS4 18srRNA PfCesA2  GR

Salinity12-2 21.17 25.84 24.09 22.62 2231 232 2524 2146 2522 9.94 25.38
Salinity12-3 2145 2547 2458 2322 229 2343 2443 2127 24.97 9.54 25.47
Salinity24-1 2149 2742 25.09 23.61 2445 24.34 26.65 2255 2584 8.91 26.7

Salinity24-2 2215 26.89 2497 2339 2459 242 2649 2245 25.85 8.86 26.47
Salinity24-3 21.8 2752 2534 2397 2437 2412 2644 2279 257 9.18 26.72
Cdo-1 24.87 27.62 27.13 2498 2457 2491 2658 2296 25.79 11.67 27.26
Cdo-2 23.59 2826 2699 251 2476 25.1 27.26 22.68 26.3 11.45 27.24
Cdo-3 2412 27.89 273 252 2447 2512 269 2275 26.16 11.74 26.87
Cdo0.5-1 2413 2997 27.74 2648 2584 2608 27.65 2375 26.71 11.26 28.61
Cdo0.5-2 2376 29.76 2794 264 2673 2629 27.61 23.66 26.68 11.17 29.16
Cdo.5-3 2395 29.55 2779 26.51 2583 2581 27.53 2375 26.99 11.12 28.96
Cd3-1 23.1  26.69 2614 2494 238 24.09 2611 2292 27.28 11.15 27.03
Cd3-2 21.85 26.56 2633 2499 2272 2428 2572 2296 27.45 11.32 26.9

Cd3-3 2231 27.06 27 25.23 2344 2448 2572 2284 27.29 11.3 27.04
Cdé6-1 2231 2687 2616 2475 249 2444 2593 23.53 27.36 10.38 26.97
Cde6-2 2223 2699 26.62 2434 2448 2414 2634 2334 27.81 10.25 26.85
Cde6-3 21.69 27.64 25.86 24.62 24.52 2471 26.67 2326 27.03 10.32 26.9

Cd12-1 22.57 2576 2648 23.61 2439 243 259 2338 26.21 10.3 26.6

Cd12-2 23.02 25.87 253 2373 2421 2474 25.64 2328 2694 10.34 26.61
Cdi12-3 22.06 2634 26,51 2349 2432 2449 2567 2327 263 10.18 26.63
Cd24-1 21.5 264 2696 2397 24.21 24.03 26.57 2392 26.36 11.13 27.32
Cd24-2 2229 2624 257 2431 2501 2433 2639 24.08 26.36 11.02 27.48
Cd24-3 2226 2675 2643 2448 2491 2438 26.13 2435 26.7 11.46 27.21
Cr0-1 2397 298 27,57 2622 2553 265 2686 23.79 27.07 12.04 29.34
Cr0-2 24.19 28.67 28,51 25.82 2551 2734 2819 2397 27.01 12.06 29.59
Cr0-3 2399 29.21 28.68 2562 258 2689 2799 2395 27.34 11.97 29.27
Cr0.5-1 2496 29.05 27.8 2577 26.04 2638 27.62 24.54 27.52 11.15 28.22
Cr0.5-2 2513 2891 2817 25,55 266 2617 274 2451 27.57 11.23 28.14
Cr0.5-3 24.55 28.83 27.87 2643 264 26.2 27.6  24.63 27.46 11.17 28.18
Cr3-1 2229 2656 2612 237 23.8 2424 2586 22.88 27.98 10.45 27.25
Cr3-2 21.76 26.59 2541 24.12 2383 2439 259 22.64 26.73 10.63 26.91
Cr3-3 21.89 26.66 2632 2442 2406 243 2591 22,69 26.67 10.54 26.58
Cré6-1 20.58 25.06 25.66 22.03 22.67 2332 2537 2195 26.56 10.66 26.02
Cr6-2 20.7 2536 2511 2342 2272 2353 2527 22.06 25.86 10.87 26.05
Cr6-3 20.94 2533 25.13 2347 22.64 2375 2534 2297 26.33 10.66 26.06
Cri2-1 23.32  27.73 26.65 23.66 2525 258 2677 23.61 27.36 11.62 27.03
Cr12-2 23.88 27.8 26.64 2444 2528 2514 26.61 2347 27.02 11.58 27.19
Cr12-3 24.1 2822 26.68 24.06 25.15 2527 26.66 2449 27.54 11.53 26.89
Cr24-1 21.78 27.52 26.19 2499 2538 24.39 2697 2385 27.43 11.15 27.83
Cr24-2 2223  26.8 259  24.89 25.63 24.27 2687 24.07 27.31 11.13 27.61
Cr24-3 2213 2741 25.82 25 25.76  24.54 2646 2593 2745 11.12 27.64
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Figure S1. The melting curve of TUAI, TUB, TUB1, TUBS, ACT1, ACT97, DNAJ, APT, HIS4, 18s rRNA, GR, and
PfCesA2 genes
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Figure S2. The average expression stability values of the candidate reference genes (CRGs) analysed by geNorm



