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Table S1. Polymorphism data for the 14 vegetable soybean accessions

. Size of fragment ) No. of . No. of . Polyfn or .

Primer (bp) Nucleotide sequences polymorphic monomorphic band phism  Ta (°C)
band band (%)

UBC 807 300-2 500 AGA GAG AGA GAG AGA GT 8 5 13 61.54 43.0
UBC 811 150-1 700 GAG AGA GAG AGA GAG AC 4 8 12 33.33 43.0
UBC 815 150-2 000 CTCTCT CTCTCT CTCTG 5 3 8 62.50 43.0
UBC 817 350-1 500 CACACA CACACA CACAA 6 5 11 54.55 46.0
UBC 822 150-2 000 TCT CTC TCT CTCTCT CA 5 7 12 41.67 43.0
UBC 825 350-1 500 ACA CACACACACACACT 3 5 8 37.50 47.0
UBC 826 300-1 500 ACA CACACA CACACACC 4 8 12 33.33 49.0
UBC 827 250-1 600 ACA CACACA CACACACG 3 6 33.33 49.0
UBC 828 250-1 500 TGT GTG TGT GTG TGT GA 5 4 55.56 49.0
UBC 829 300-1 700 TGT GTG TGT GTG TGT GC 1 9 10 10.00 49.0
UBC 834 250-1 400 AGA GAG AGA GAG AGA GYT 1 10 11 9.09 45.0
UBC 835 300-1 100 AGA GAG AGA GAG AGA GYC 2 6 8 25.00 46.0
UBC 836 250-1 600 AGA GAG AGA GAG AGA GYA 4 8 12 33.33 44.0
UBC 841 200-1 500 GAG AGA GAG AGA GAG AYC 2 6 8 25.00 44.0
UBC 842 200-1 400 GAG AGA GAG AGA GAG AYG 7 5 12 58.33 45.0
UBC 843 350-1 500 CTCTCT CTCTCT CTCTRA 3 4 7 42.86 43.0
UBC 844 200-2 000 CTCTCT CTCTCT CTC TRC 4 7 11 36.36 45.0
UBC 847 400-1 550 CAC ACA CAC ACA CACARC 7 2 9 77.78 49.0
UBC 849 500-1 600 GTG TGT GTG TGT GTG TYA 5 1 6 83.33 47.0
UBC 850 450-1 600 GTG TGT GTG TGT GTG TYC 3 4 7 42.86 49.0
UBC 857 300-1 700 ACA CAC ACA CACACA CYG 3 6 9 33.33 50.0
UBC 861 350-1 400 ACCACCACCACCACCACC 4 5 9 44.44 56.0
UBC 868 400-1 450 GAA GAA GAA GAA GAA GAA 1 7 8 12.50 40.0
UBC 873 350-1 800 GAC AGA CAGACA GACA 8 5 13 61.54 43.0
UBC 880 250-1 400 GGA GAG GAG AGG AGA 6 2 8 12.50 44.0
UBC 899 400-1 200 CAT GGT GTT GGT CAT TGT TCC A 5 1 6 83.33 51.0
Total - 109 139 248 - -
Average - 4.19 5.35 9.54  42.50 -

Ta — annealing temperature
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Table S2. Histogram view of the quantitative expression of the protein spots corresponding to spot 1-10 for IUMSOY]1,
ITUMSOY11 and IIUMSOY1
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A higher bar indicates a higher expression level; three bars represent three replicates; no bar means no expression level detected
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